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Abstract

During the lecture, I will highlight new developments in bioinformatics and medical in-
formatics based on this year’s 21st International Conference on Computational Intelligence
methods for Bioinformatics and Biostatistics. First, I will describe topics that were ad-
dressed in conference tutorials that well represent the new analytic trends in the field.
Then, I will give a very short summary of the highlighted presentations. Finally, I will
present my contribution to the conference as an example of recent research aiming to
identify genomic regions responsible for chronic fatigue syndrome diagnosed in only two
patients, where a small cohort size does not allow for a formal association study.
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